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BIEF4 EIEFE 57—In 37—L  1st 2nd 1 st 2nd FEH
APRT Adenine phosphoribosyltransferase 3.4 3.3 Hyg — 6.3 (11/175) — So et al., (2006) Genes Cells.
ARTEMIS Artemis 1.0 2.4 Puro — 1.0 (1/96) — Kurosawa et al., (2007) DNA Cell Biol.
3.0 31 — Hyg — 0.33 (1/305) Kurosawa et al., (2007) DNA Cell Biol.
APTX Aprataxin 26 2.3 Puro Hyg 1.4 (2/145) 0.65 (1/155)  Unpublished
BLM Bloom syndrome protein 6.7 2.9 Hyg His 8.3 (14/168) 1.8 (5/274) So et al., (2004) J. Biol. Chem.
FANCB * Fanconi anemia complementation group B 3.0 3.0 Puro — 1.6 (3/192) — Nomura et al., (2007) Genes Cells.
HPRT * Hypoxanthine phosphoribosyltransferase 3.8 5.1 Hyg — 11 (111000 — So etal,, (2004) J. Biol. Chem.
INO80 INO80 1.0 2.1 Puro — 2.6 (2/78) — Unpublished
KU70 Ku70 3.9 41 Hyg — 3.8 (3/80) — Uegaki et al., (2005) DNA Repair
KU86 Ku86 (Ku80) 2.8 2.3 Hyg — 8.3 (7/84) — Uegaki et al., (2005) DNA Repair
LIG1 DNA ligase | 2.6 3.5 Hyg — 0.82(2/243) — Unpublished
LIG3 DNA ligase Ill 3.5 5.0 Hyg — 1.9 (2/102) — Unpublished
LIG4 DNA ligase IV 2.2 2.0 Puro Hyg 3.4 (3/87) 0.85 (1/118)  liizumi et al., (2006) Biotechniques
1.3 1.3 Neo Puro 1.6 (2/124) 5.0 (1/20) Grawunder et al., (1998) Mol. Cell
mMuUs81 MUS81 endonuclease 3.1 25 Puro Hyg 7.0 (7/100) 3.0 (4/132) Nomura et al., (2007) Genes Cells.
POL B DNA polymerase 2.3 5.2 Hyg Puro 4.2 (3/72) 1.2 (1/86) Unpublished
RADS54 RAD54 25 3.6 Puro Hyg 3.8 (4/105) 1.5(2/137)  In preparation
TOP1 DNA topoisomerase | 29 4.7 Hyg — 0.5(1/187) — In preparation
TOP2 o DNA topoisomerase Il o 25 4.3 Hyg — 8.3 (6/72) — In preparation
TOP2p DNA topoisomerase Il B 3.2 4.0 Hyg Puro 10 (13/126) 1.4 (4/283) In preparation
TP53 p53 1" 0.9 NeoT Hyg t 11.(1/9) 7.8(9/116)  Adachi et al., (2006) DNA Cell Biol.
So et al., (2007) DNA Cell Biol.
Bunz et al., (1998) Science
WRN Werner syndrome protein 2.7 2.3 Hyg Puro 1.6 (2/129) 1.1 (3/282) In preparation
XRCC3 X-ray repair cross complementing protein 3 1.5 3.0 NeoT — 17 (1/6) — Adachi et al., (2006) DNA Cell Biol.
Yoshihara et al., (2004) EMBO J.
53BP1 p53 binding protein | 23 24 Hyg — 0 (0/120) — Unpublished
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